sent for protein identification at NSTDA by LC-
MS/MS technique. 33 spots were identifiable. Most
were identified as enzyme concerning basic
metabolic processes. No spot was able to be
defined as amylase enzyme. 2D-PAGE amylase
activity showed 3 clear spots at about 40 kDa on
the gel. They were identified as granule-bound
starch synthase. This enzyme catalyzes starch
synthesis. However, in the reversed reaction, we
predicted that it can break starch down into sugar
resulting in clear zone of the test. For Nhamdokmai
mango with 6.8% of starch and 134 mM of reducing
sugar, SDS-PAGE analysis showed protein band
about 40-60 kDa. Amylase activity gel staining
showed clear band at about 40 kDa. After 2D-PAGE
analysis, ten major spots (M| 1-10) had been
analyzed for partial amino acid seguences
by LC-MS/MS technique. Five spots were identi-
fied as glutathione-S-transferase  ,heat-shock
protein,  S-adenosylhomocystein hydrolase and
phosphopyruvate hydratase. For sapodilla with
10.90% of starch and 12.7 mM of reducing sugars,
SDS-PAGE analysis showed many of protein bands.
The activity gel staining showed clear band about
40 kDa. Proteomic pattern of ripening sapodilla was
analyzed by 2D-PAGE. 33 from 51 spots were
identifiable. Most expressed proteins were basic
metabolism concerning. Although one glycoside
hydrolase, beta-1,3-glucanase, had been identified.
Amylase is still mysterious.

For Monthong durians with 1.10% starch of
durian pulp and 134 mM reducing sugar, protein
bands between 28-97 kDa were found after SDS-
PAGE analysis. Clear transparent band exhibited at
45 kDa by gel zymographic method. 2D-PAGE and
LC-MS/MS clarified 31 from 40 spots. After
grouping, they concerned in carbohydrate, protein

and lipid metabolism. Some are predicted to be

involved in  secondary metabolism, ripening
process, antioxidative stage and cell wall
hydrolysis. In this study, although we found some
glycoside hydrolase, amylase are still unfound,
possibly from low expression of protein with low
resolution on 7 cm IPG dry strip. Ohterwise, study in
depth of these glycoside hydrolase will provide us
more usable enzyme for converting starch into

sugar, as well.
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(Isolation and characterization of protein
and peptides in fruit biofertilizer)
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The expression of the proteins or peptides
during the fermentation of fruits by using 8 local
kinds of vegetables and fruits such as pineapples,
papayas, watermelons, bananas, pumpkins,
tomatoes, Chinese cabbages and cucumbers with
the ratio of weight equally. The fermentation was
done for 50 days. Every 10 days, the medium was
taken and examined the chemical, physical
properties, protein expression and determined the
activities of contained protein. The results showed
the fermented medium had the pH around 4. There

were @as and alcohol produced and more

lnlerg

increased during 30 days of fermentation. In
addition, rancid smell, dark brown color, white-
mold, green-mold and fly worms also found in
fermented medium. Amino acids or peptides
medium examined by paper chromatography
stained with ninhydrin reaction. There were dark
blue spots present on chromatogram indicated the
fermented medium contained amino substances
like amino acids and peptides. The proteins were
determined by Bradford, the results showed the
protein content increased from the beginning phase
to 30 days and then quite stable till to 50 days
fermentation. The pattern of proteins were done by
15%ge!l SDS-PAGE showed the expression of 4
proteins, which differed on its molecular weight (20,
25, 28 and 35 kDa). For the activities of proteins,
the fermented sample in each taken times were
determined for 3 kinds of enzyme, amylase,
protease and ribonuclease, by activity staining gel
(refolding gel). The activity of protease showed
clear band on gel at position around 24, 25 and 35
kDa, and RNase activity at position around 20, 25
and 35 kDa. Protease activity was increased, but
the activity on RNase tends to decrease according
to the fermentation period. Amylase activity was not
clear display in all stages of fermentation. In
addition, the antimicrobial properties agenst
4 stains of bacterial, B.megaterium, E.coli,
Ps. aeruginosa and S. aureus ATCC25923 were
studied. The results showed that every stage of
fermented  fruits had antibacterial  activity,
biofertilizer samples collected from various sources
found only some bacterial stains can be inhibited.
The substances inhibit bacteria growth might be the
polyphenol compounds and peptides, especially
group of antimicrobial peptides. Founding active

protease and RNase activity in fermented fruits



might be possible that both types of biomolecules
will play a key role in determining the quality of the
fermentation broth. Therefore, to study the
purification and characterization of these enzymes

is very interesting.
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(Screening and cultivation of bacteria
using wastewater from local community
Chinese noodle factories in the production
of bioactive metabolites for the control of
economical plant pathogenic fungi)
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This study involved isolation of bacteria
contaminated in starchy wastewater from local
community Chinese noodle factories which was
expected to possess the ability of producing
secondary metabolites against the growth of
economical plant pathogenic fungi such as
Fusarium oxysporum f. sp.lycopersici (Foi) and
Colletotrichum anthracnose. The isolation medium
used was solely rice starch as carbon source with
minimal dose of growth promoting ingredients, with
the hope to produce antifungal substance
controlling the spread of Fusarium oxysporum f{. sp.
Lycopersici (FOL). and Colletotrichurn anthracnose
at laboratory level. At first instance 250 bacterial

colonies were seen on Rice Starch Agar. Using
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